Since the first published version of the sequence of bovine serum albumin appeared in 1975, a gap of three (Brown, 1975) or four (Brown, 1977) residues extending from position 400 has existed. By analogy to human serum albumin these residues were predicted to be Lys-Phe-Gln-Asn (Meloun et al., 1975; Behrens et al., 1975) , but their identity was not confirmed.
The widespread use of bovine albumin as a protein and molecular-weight standard, as well as the extensive work on physical and chemical properties of this important protein, make it especially desirable to have the complete sequence known.
In order to complete the sequence of bovine serum albumin we undertook the sequential analysis of the first 32 residues of a large tryptic peptide extending from residue 377 to 582 (the C-terminus).
Experimental
The peptide corresponding to residues 377-582 was isolated as previously described (Peters & Feldhoff, 1975 ) from a limited tryptic digest of crystalline bovine serum albumin bound to palmitoyl-aminoethylamino-agarose. The peptide was identified as extending from residue 377 to the C-terminus of Brown's (1975) sequence on the basis of N-terminal sequence (His-(Leu/Val)-Asp), Cterminal sequence (Thr-Gln-Thr-Ala-Leu-Ala), size, composition, and results of further digestion with pepsin and cleavage with CNBr (Peters & Feldhoff, 1975 Results and discussion Results of the sequence determination are given in Table 1 . The findings for 32 cycles confirmed the published sequence, and indicated that the missing residues 400-403 are Gly-Phe-Gln-Asn. The amino acid composition of residues 377-582 reported by Peters & Feldhoff (1975) is in good agreement with this assignment of the residues 400-403, including the presence of glycine rather than lysine at residue-400, as in human serum albumin.
Four amide residues have also been assigned by the sequence analysis of this fragment. They are: 388 (glutamine); 389 (asparagine); 391 (aspartic acid) and 392 (glutamine). This assignment is consistent with the expectation of three amides and one acid based on the amide NH3 from amino acid analysis of residues 377-582 (Peters & Feldhoff, 1975) .
The amino acid composition of bovine albumin according to the sequence of Brown (1977) The calculated molecular weight is 66 267, assuming amide groups on two of the four aspartic acid and glutamic acid residues that remain unassigned.
